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(1) CD3+ T-cell : 56~93%
. (2) CD19+ B-cell : 1~37%

(3) CD4+ T-cell : 29~T76%
(4) CD8+ T-cell : 5~49%
(5) CD4 count : 321~2124/ul. (CD4 count <200 /ul F&% &1 3F)
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Quantification of BCR-ABL fusion gene assay
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JAK2 V617F was not detected
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MPL W515L was not detected
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MPL W515K was not detected
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MPL AL F1% & etk Sk o 7 % 204 pb L ehpr = B ok o
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